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MCRS!1 Knockout HEK293T Cells (MCRS 1 £: A it FRHEK 293 T4H if) 2 i i [F] B 2 15 Cas9 .+ H )2 [KlsgRN A Fllpuromycindyi 14 &

B, FFSEEL T H I CRISPRERFR FTHEK 293 T4H/E . AL b H 195 K ) bk 4@ T7TERE IR AE . A bkZ 2 silE
g, wTHT Iz E R EEE A DI RERE 7T, AT DUF T2 DR R BT A (R 56

AHEK293T Cells A ] [ ik Cas9. puromycindi 45 KA H (1) 5E Kl sgRNA 11855 55 /% Yt HEK 293 T4H f 3+ £ i puromycin i
I JE ARSI 22 se FEHEK 293 TAM A . 1l 2% A 40 Mo (1) A 24803 25 11 22k 8] 1 Fp O i TS BB S % KL

U6 sgRNA EFS  SpCas9 Flag P2APuro

BI1. AR Rk sgRNA L Cas9H puromycinii 14 115995 15 FL 28 ] /37 91 (1) G B 5 2.

A4 B SRR bR CL 4l I T7TERE SR IE -

T 7 40 g 2 i i CRISPR/CasO4% R SRAFHI 22 T A A, FE T CRISPR/CasOF A f4F i, BRSSP 35075 2/3 i 4 i & A A i 5
AR FECT H B RS, PR 13 R R RIS A . IRZ G0 N A 223 AR A B B IRER, ©4 2
CAHEATIR 2 10 H SR R R A0 ThRE MR FE 1 o G0 SR A5 B3R 100%5E Rl it SR PRI A A, P DA A8 P A 7= 5t 32 B o A 40
B AL 5 R BT B e B AR MR B i R R 5

AL T 286, 28 R IS 358 A 0 A AT I 1) £ % B 201 Jfd Control Knockout HEK293T Cells (L00020)ER 4 5] GFP (1) %+ B& 21 ffd
GFP Knockout HEK293T Cells (L00022).

3 72 K A I $2 AR 5L T CRISPR/Cas9 4 A MCRS 135 [ fif b 14 J53 4 (L28585 pLenti-MCRS1-sgRNA). 187 £ (1.28586 MCRS1
Knockout Lentivirus). HEK293T41 (128587 MCRS1 Knockout HEK293T Cells). HEK293 T 41 i U RIPA 4 fif % (128588
MCRS!1 Knockout HEK293T RIPA Lysate). HEK293T fiy [ 4H ffd ) Trizol ¢ f## i (L28589 MCRS1 Knockout HEK293T Trizol
Lysate) 55 ™ i, B ARTE7E 28 22 R W 25 1) BOLE A7 ity 9 D st o AF ™ i o

MCRS 15 [H R HEAE B AT -
Species Gene Symbol Gene ID GenBank Accession Transcript
Human MCRSI1 10445 BC01179%4 NM_006337
About the gene

Official Symbol MCRS1

Previous Symbol -

Official Full Name | microspherule protein 1

Synonyms ICP22BP; MSP58; P78; MCRS2; INO80Q
Location 12q13.12

Gene Type protein-coding gene

Uniprot ID Q96EZ8

Pathway/Library others

Modulates the transcription repressor activity of DAXX by recruiting it to the nucleolus
(PubMed:11948183). As part of the NSL complex it may be involved in acetylation of nucleosomal
histone H4 on several lysine residues (PubMed:20018852). Putative regulatory component of the
Gene Summary chromatin remodeling INO80 complex which is involved in transcriptional regulation, DNA replication
and probably DNA repair. May also be an inhibitor of TERT telomerase activity (PubMed:15044100).
Binds to G-quadruplex structures in mRNA (PubMed:16571602). Binds to RNA homopolymer poly(G)
and poly(U) (PubMed:16571602). MCRS1 HUMAN,Q96EZ8
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Xt TN SRR B B O BB VRN AE, B3-S KA G ST UKIZRSRAaNE, AR, KA.
EEE:

> B RAsgRNAFFIRIFNRZB, R FTFEsgRNAFF, 5L 5 &% 44 [Minfo@beyotime.comZ Bl . sgRNAJFFI{E
BE5ARMM, REESRBMFITAFHTEMEWHE, WAEBLST T AR ZE /MR A NS A
TER R AW SCE L, BT, Ny R IE

> T A A0 P Y B v [ 4 i PR 97 6 B HEK293T 41 g i) CRISPR 2 [A] fi B 40 Jf B € 1, AT Bk R 3B & R BUR IR 55
service@beyotime.com,
> AR T AR AT SO, AR T IRK 2 WEaG T, A TR sEgs i, AR T EEEN.
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1. HEK293THRIEH B RIESF:

a.

b.

h.

AHEK293T Cells Ny [FI 2% H () 3£ KlsgRNA . Cas9Fpuromycindyi i i 185 B B e H- 22 i puromycin i e A T7TEI% € I £ 5
FEHEK293 T4 .

AN AR AR M A2 75 IEAERE 7R H PR S SRR R i iz iy 30 VR RAT A (FK) s — /NI EE RS 7% 1 41
/M BB IR AR ) . S T SR AP A2 KOs A A B R S, X T IR R R AN, AT RE S
DLV I 3085 7 7 40 s i 8 8 00 P E A T I8 B

XFFUKIEtRAFA, & Tkegsamib, WL E 55878, V270 BRRGAE: &HEA Tk, 5 EE
5 IR BT RRE A AU R AE B NI B R IR AP L, DDA DR 40 B T = iR BE

WCEIRAT A0 R Ja T R IR A B AT 15 7%, DA AN PRTS 77 IRZS IR ERRR o W7 i AN AT R 75484 RA7 40 B ] 7E-80°C
MR H

SR E LT 10N M, ARFURN0.5-1ml, TS ZE60-90%, BN EFHE 14N 6cmBFFRILA . R I EFERE
ik, FTLAHAL G 23 5emis FR L, X FEAAMIAE KB UT.

R AR RIS, BB IR 70 e A B IR I W BE A, SO A RS VS R A N AR A AR KOIRES
TR I 85% 15 AT A AR AE s R BT INANIREL 2, IS IR E T 55 240 b i B0 R DA V7 (1 40 M P
UOMGBE . an SRR (2 F RIS S B O B R AN, T DL E B R R B R SR I R R B R . ARG IR OE
N OR B BE IR AR SR 7%, IF BAE T CE R IR, OREE — PR R TR, FEIN— B3 B IR, IR R T DUS Bk
BT 5 7R MG 22 5 S BN AE K IAIE N, f R B AF A KRS .

AR IR 55 72 NDMEM (high glucose)+10% FBS. 1 £ 55 FR I NG 2 75 55 2% -5 55 20 VW LA B 1] BE 4 B8 V5 e s
W 7 K75 5 3-8 RV (100X) (C0222). [, In N9 E 1 pg/mlffiPuromycin (ST551) A& 441895 75 IVHEK 293 T
) ELARAS A5 295293 T (A JIEE4HH) (C6008):  https://www.beyotime.com/product/C6008.htm .

WA B, JEE LOE R A AR 2250 ml, AR5 4% AR L2008 R 296 FLAR H (LT 150.5 M1 IE), i B v
B 241 PR R

2. EFRMERILE:

a.

X2 4, P LAUEIE T7 Endonuclease I (T7TEDIZFAT S, RIH&HLAH M 1) 3L K 4HDNA,  7EsgRNAJFFI Ul & it 514
HEATPCRY 18, SR 5 HEATTTEIRG VI AT 3K o0 M7, EARIE S35 38 25 R I 2[R 41 G 5 5 7 46 771 S1(D0508) BT 7 Endonuclease
I (CRISPREE 2[RI AR 4 58 ) (D7080); o] LU H M R M HTA st AT Arill . 3. BT CRISPRE: PR m b il 2 3%
TANRIE (BRI RAE, ANIE A BT qQRT-PCRXT H 5 PR mRNARE AT 5 S AG R 1 W7 75 S 1 B A3 R 1 e Bk o

b, X TERTCEANNG, FEPCRY 1Y H sgRNAKE [ (5 PR v BOG #EAT 8 M A 1) 77 QAT S0 AE, RIS ] DUASE FH AR B A T
PRTEATRI AR 77 it 0 AT DB A ik — 25 05 30 PP o o 4 AR P 3 47 268 81 s 4 110) 25 5 DA RS SR (R AR W 7 D RE A 9
X~ m:
e RE) I i A R (e
100020 Control Knockout HEK293T Cells 132/}
L00022 GFP Knockout HEK293T Cells 152/l
0222 T 87 7 -HE A7 2K VAR (100X) 100ml
D0508S/M 2k DR 2 4 A R A A ol 25/1001%
D7080S/M/L T7 Endonuclease T (CRISPR%% 3 [F] 2274 % 52 ) 250/1250/5000U
ST551-10mg Puromycin Dihydrochloride (/%55 ) 10mg/mlx1ml
ST551-50mg Puromycin Dihydrochloride (/5 ) 10mg/mlx5ml
ST551-250mg Puromycin Dihydrochloride (&M 2 2%) 250mg
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